Top scoring pair decision tree for gene expression data analysis.
Classification problems of microarray data may be successfully performed with approaches by human experts which are easy to understand and interpret, like decision trees or Top Scoring Pairs algorithms. In this chapter, we propose a hybrid solution that combines the above-mentioned methods. An application of presented decision trees, which splits instances based on pairwise comparisons of the gene expression values, may have considerable potential for genomic research and scientific modeling of underlying processes. We have compared proposed solution with the TSP-family methods and decision trees on 11 public domain microarray datasets and the results are promising.